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The SageELF system uses a two-dimensional process to separate DNA
through an agarose column in a first direction, and then move the
separated DNA fragments sideways into a linear array of buffer -
filled elution modules that are positio ned alongside the separation
column. Each disposable cassette will process a single sample, and
the instrument will pro cess two cassettes per run. The instrument
can operate in direct current mode for samples up to mid-single
kilobases in size, or In pulsed field mode for samples up to 100’s of
kilobasesin size. Fractio nation range is controll ed by selection of
voltage protocol, gel concentrat ion, and run timing . Internal
standards can be used to improve run-to-run reproducibility, and
the instrument can read fluorescein-labeled markers.
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H FInstrument

The ELFinstrument will run 2 cassettes (1 sample/ cassette). The electrodes are
contained in the instrument lid, and are exposed when the lid is closed. The

Instr ument has an on-board computer, and is supplied with a monitor and keyboard.
Dimensions: 9.9” (high), 13.3” (wide), 11.5” (deep). /
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2%agarose gel, continuous field, sample of Ecoli genomic DNA digesed with 4base cutter s

Szein bp

Hution module number, 1 (top) to 12 (botto m)

0.75%agarose gel, pulsed field prog. 1, restricted Ecoli gDNA 2.5 hours

0.75%agarose gel, pulsed field prog. 1, restricted Ecoli gDNA 5 hours

Input
elution module |avg (bp) |bpstart |bpend |CV%

1

2

5

il

5 18753 15398 22366 929
6 16179 13567 19093 3.54
7 14452 11842 17146 9.18
3 11847 9919 14182 9.00
g 10662 8908 11917 7.06
10 9367 7899 10770 7.66
11 3360 7161 OZ23 6.17
12 7520 6152 3657 8.33
13 6659 5542 8024 9.32

075%agarose gel, pulsed field prog. 2, restricted Ecoli genome DNA, 6 hours
Input
elution module |avg (bp) |bpstart |bpend |CV%

3

2 42379 30450 56790 15.54

3 29587 20487 41304 17.59

4 25661 19939 30041 9.84

5 20891 16890 25104 9.83

6 16821 13324 20978 11.38

7 13512 10948 17830 12.73

8 10922 9856 12326 5.65

9 9908 9400 10547 2.89

10-12 Samples from modules 10-12 are beyond lower markers

Contact

Technical questions: ,

.

Sles questions:
Visit our website at www .sagescience.com
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